wo 01/27143 



SEQUENCE LISTING 



C?^913763 

PCT/NZOO/00197 

f 7 Am2m 



<110> university of Otago 

BLIS Technologies Limited 

<120> Lantibiotic 

<130> 26504 MRB 

<140> 
<141> 

<15Q> NZ 500261 

<151> 1999-10-12 

<160> 5 

<170> Patentin Ver. 2.1 



<210> 1 
<211> 6 
<212> PRT 

<213> Streptococcus salivarius 



<400> 1 

Gly Gly Gly Val He Gin 




<210> 2 
<211> 111 
<212> DNA 

<213> Streptococcus salivarius 

<220> 

<221> CDS 

<222> (37) . . (Ill) 



<400> 2 

ttgactcttg aagaacttga taacgttctt ggtgct ggt ggt gga gta ate caa 

Gly Gly Gly Val He Gin 

1 5 



54 



acc att tea cac gaa tgt cgt atg aac tea tgg cag ttc ttg ttt act 
Thr He Ser His Glu Cys Arg Met Asn Ser Trp Gin Phe Leu Phe Thr 
10 15 20 



102 



tgt tgc tct 



111 



wo 01/27143 ' PCT/NZOO/00197 



Cys Cys Ser 
25 



<210> 3 
<211> 25 
<212> PRT 

<213> Streptococcus salivarius 



<400> 3 

Gly Gly Gly Val He Gin Thr He Ser His Glu Cys Arg Met Asn Ser 
1 5 10 15 

Trp Gin Phe Leu Phe Thr Cys Cys Ser 
20 25 



<210> 4 
<211> 153 
<212> DMA 

<213> Streptococcus salivarius 



<220> 

<221> CDS 

<222> (88) . . (153) 

<400> 4 

atgattgcca tgaaaaactc aaaagatatt ttgaacaatg ctatcgaaga agtttctgaa 60 

aaagaactta tggaagtagc tggtggt aaa aga ggt aca ggt tgg ttt gca act 114 

Lys Arg Gly Thr Gly Trp Phe Ala Thr 
1 5 



att aQt gat gac tgt cca aac tea gta ttc gtt tgt tgt 
He Thr Asp Asp Cys Pro Asn Ser Val Phe Val Cys Cys 
10 15 20 



153 



<210> 5 
<211> 22 
<212> PRT 

<213> Streptococcus salivarius 



<400> 5 

Lys Arg Gly Thr Gly Trp Phe Ala Thr He Thr Asp Asp Cys Pro Asn 
1 5 10 15 



Ser Val Phe Val Cys Cys 
20 



#09/913763 

JCaaRec'dPCT/fTQ .t7All62W!l 



SEQUENCE LISTING 



<110> Tagg, et al . 

<120> Lantibiotic 

<130> 512585-2001 

<150> NZ 500261 

<151> 1999-10-12 

<160> 7 

<170> Patentin version 3.0 

<210> 1 

<211> 6 

<212> PRT 

<213> Streptococcus salivarius 

D <400> 1 

vO 

m Gly Gly Gly Val He Gin 



V| <210> 2 

<211> 111 

fl <212> DNA 

W <213> Streptococcus salivarius 

H <220> 

llJ <221> CDS 

HJ <222> (37).. (Ill) 



tJgactcttg aagaacttga taacgttctt ggtgct ggt ggt gga gta ate caa 
^ ^3 Q-^y Q]_y Gin 

1 5 

acc att tea cac gaa tgt cgt atg aac tea tgg cag ttc ttg ttt act 
Thr He Ser His Glu Cys Arg Met Asn Ser Trp Gin Phe Leu Phe Thr 
10 15 20 

tgt tgc tct 
Cys Cys Ser 
25 



54 



102 



111 



<210> 3 

<211> 25 

<212> PRT 

<213> Streptococcus salivarius 




Trp Gin Phe Leu Phe Thr Cys Cys Ser 

25 





20 


<210> 


4 


<211> 


153 


<212> 


DNA 


<213> 


Streptococcus 


<220> 




<221> 


CDS 


<222> 


(88) . . (153) 


<400> 


4 



atgattgcca tgaaaaactc aaaagatatt ttgaacaatg ctatcgaaga agtttctgaa 



60 



^ aaagaactta tggaagtagc tggtggt aaa aga ggt aca ggt tgg ttt gca act 114 
y Lys Arg Gly Thr Gly Trp Phe Ala Thr 

S 15 

W att act gat gac tgt cca aac tea gta ttc gtt tgt tgt 153 
SJ He Thr Asp Asp Cys Pro Asn Ser Val Phe Val Cys Cys 

20 





10 


15 




<210> 


5 




<211> 


22 




<212> 


PRT 




<213> 


Streptococcus salivarius 




<400> 


5 




Lys Arg Gly Thr Gly Trp Phe Ala Thr 




1 


5 




Ser Val Phe Val Cys Cys 






20 




<210> 


6 




<211> 


7 




<212> 


PRT 




<213> 


Streptococcus salivarius 




<220> 






<223> 


corresponding probe sequence 




<400> 


6 



10 15 



Ser Trp Gin Phe Leu Phe Thr 
1 5 



<210> 7 
<211> 21 



♦ • 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe sequence 
<220> 

< 2 2 1 > mi s c_f ea ture 

<222> (1) . . (21) 

<223> 'n' can be any nucleotide 'a','g','c' or 't'; and 
'r' can be either 'a' or 'g' 



<400> 7 

tcntggcaat ttttrtttac t 



e*s :; 

S5S S 



